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Monoclonal antibody purification. A. Protien G affinity chromatography. Hybridoma
supernatant was filtered and applied to a Protein G sepharose column, washed and eluted with 0.1
M glycine, pH 2.7, into 1 M Tris, pH 9.0 to neutralize. M - Protein standards, L - column load,
FT - column flow through. B. Five and one micrograms of the final sample were analyzed by
SDS-PAGE as indicated. Proteins were visualized using 0.005% Coomassie Brilliant Blue R-250
in 0.3% v/v acetic acid.



